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Currently, accessing genomicsdata is
challenging.

The user is required to perform all Source Specific Schema
data management tasks.
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What isour ideal environment?

A singlelocation that provides effective accessto a
consistent view of data from many sour ces through
an intuitive and useful interface. _P®&
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Typically data war ehouses can provide that
functionality.
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When a sour ce changes, propagating the
change can be time consuming.
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DataFoundry separates these tasks.
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The mediator generator trandatesthe
meta-data into C++ code.
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| ntegrating SCoP into war ehouse that already

contains PDB and SWISS-PROT.
Activity/ integration style | manual | meta-data | diff | %diff
under standing SCOP 2.0 2.0 0.0 0
writing wrapper 4.5 2.5 2.0 | 44%
modifying schema 0.5 0.5 0.0 0
writing mediator 4.0 0.0 4.0
modifying meta-data 0.0 1.0 (1.0)| ---
total timein days 11.0 6.0 5.0 | 45%
{ Technology has been licensed. }
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Oncethe back-end warehouse was in place, we
developed a useful interfaceto interact with it.

o Original applet interface allows exploration of a
single sequence.
» Blastsagainst several sourcesat once

» Complex and iterative queries
» Connectionsto Rasmol (other programs can be added)

e New interface allows user to interact with the

results of a batch blast.
» Developed in conjunction with Matt and Allen
» Goal: easlly identify those clones whose function is
known
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m Scratch Pad

Bla: E-Yalue Score ClUery MHame E-Value Score

3 Reduce 5 TYAP & 0E-77 284
3 5 F79174 B.OE-77 284
3 5 1J5F B.OE-77 284
3 5 1LZS[A] B.OE-77 284
3 1LZ3[E] 7 0E-T6 5 1REZ[A] B.OE-7TT 2754
3 1REX 7.0E-76 — 1LZS[E] B.0E-77 284
3 1341 7 0E-76 _ PODGES B.OE-77 284
3 PODGAS 7 0E-76 Functions 1REZ B.OE-77 284
3 P79174 7 0E-76 Associated Chains 1REM B.OE-77 284
3 1REZ 7 0E-76 Aliases 1L71 B.OE-77 284
3 1LZR 7 0E-76 Annotations | Comments 1LZR B.OE-77 284
3 1REY 7 0E-76 _ TC4B[A] B.OE-77 284
3 1Lz 7 0E-76 Protein Structure Taxonomy [0 B.OE-7TT 2754
3 1REZ2[A] 2.0E-76 Structure Available 1REY G.0E-77 284
3 1REM 7 0E-76 787 Email Working Table 8.0E-77 284
3 1AM 7 0E-76 282 N R A.0E-77 284
3 1YAD 7 0E-76 283 A.OE-77 384
3 TYAF 7 0E-76 283 5

3 YA 2.0E-76 282 G .| For PDB sequence
3 TYAQ 7 0E-76 282 5 IME ; ;

3 IMER 30E-76 282 5 IME this bri Ngs up

rasmol



&t ) .. | % RasMol Version 2.6

File Edit Display Colowrs  Options  Export Help SRS File Edit Display Colowrs Options Export Help

&

EI|E‘ Elj" QIF




s T TG e e S e e
ol S, R T .
ty OJ 35 Jason's Research Interface - Netscape

File Edt “iew Go Communicator Help

v ® A & 2 W F &

Formard  Reload Horme Search  Metzcape Frirt Security

,qi " Bookmarks ;f Location: |http:.-".-"u:latamart.||n|.gm-':EDED.-"im-:urgan.-"im-ap.html

H wietMal (2 Contact [E p = =
Eventually, thiswill let .
users start their own batch e/
blast jobs Jn "‘““"“ -y

Blast | Batch Blast

Job Hame: (rnd

View Results Input File: |

Primer: |GG CCACGCGETCGACTAGTAC

Name of data set

tart Batch Blast

Thre Sources

Analyze results

Tight Minimim Score [45

Tight Maximum E-Value (0,001

[ pdb [ swiss-prot

Loose Minimum Score

I dbEST [ nr

Loose Maximum E-Value

Keep Top




bk
Fie Edi

B

i |=iTt=

Yiew [Go Communicator Help

E%i Batch Results

File Edit Descrihe Reduce

=10] x|

MHame | Source | Top E-Yalue | Top Score | Matches |F'rirner | Top Sequence | Top |dentity Top Function
D03.x1 nr 0.00320 a0 2 0 MMUGZ907 25125 (100%) =gh|UB2907.1|MMUB2907 I
DOBx1_2 nr 0.0020 a0 2 1 MMUBZ907 25125 (100%) =gh|UB2907.1|MMUE2907 I
D0g.x1 nr 0.0020 &0 2 1 MMUBZ907 25125 (100%) =gh|UB2907.1|MMUE2907 I
D1 0.1 fr 0.0020 50 2 1 MMLIGZE07 25125 (100%:) =gh|UG2907 1 |MMUGZE07 I
D11 31 nr 00020 50 2 1 MMUGZ907 25125 (100%) =gh|UG2907 1 |MMUGZS07 I
G021 50 1 MMUGZ907 25125 (100%) =gh|UGZ907 1 |MMUGZS07 I
GO Can sort by Column 50 1 MMUGZY07 25125 (100%) =gh|UGZ907 1 [MMUGZE07 I
GOsx_2 : : A0 - =gh|UGZ907 1 [MMUGZS07 I
GOTx_2 by CIICkI ng on a0 Orlgl na“y S()["[Ed by =gh|UB2907.1|MMUB2907 I
HOBx1_2 a0 . =gh|UB2907.1|MMUE2907 I
HO7 x1_2 header 50 the best al lgnment =gb|UBZO07 1 |MMUEZE07
HOgx1_2 i 0.0020 50 =gh|UG2907 1 |MMUGZE07 I
B1 0.1 r 0.0060 48 1 score = ghIAFDG2344 1|AF 062344
Cigx1 mnr 4 0E-4 43 1 BLLLG L LI r AT (T 007 =ghlUEZ2907 1| MMUIGZ907 b
HO1 31 fr 3.0E-4 48 1 1 MMUGZY07 24124 (100%) =gh|UGZ907 1 [MMUGZE07 I
H11 31 fr 4.0E-4 48 1 1 MMUGZI07 24124 (100%) =gh|UGZ907 1 [MMUGZS07 I
H12x1_3 nr 0.0050 48 1 0|T2023 27128 (96%) =gh|AC06S5143.3]T2D23 Sei
GOBx1_3_ORF_2_ nr 0.0020 47 10 0| CAB92250.1 27193 (32%) =amb|CABA2250.1] (AL35E*
COBx1_3 dhEST 0.0020 4B B 04857099 23123 (100%) =gnl|DF-est|4857099-dbES
D8 dhEST 0.0010 45 1 13535970 2323 (100%:) =gnl|DF-est|3535970-dbES
G041 dhEST 0.0030 45 1 14749616 30031 (96%) =gnl|DF-est|47 4961 6-dbES
HO1 31 dhEST 0.0010 1 13535970 2323 (100%:) =gnl|DF-est|353597 0-dbES
H11 31 dhEST 0.0010 2323 (100%) =gnl|DF-e5t|3535870-dbES
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We are moving towards a hybrid approach to
Infor mation access.

Dynamic access
to large numbers
of non-integrated
sour ces.




Questions?

www.lInl.gov/CASC/people/critchlow
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